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Scientific and risk assessment experience

In my team we are conducting research in Soil Microbiology and Microbial Ecology. Major topics:
Analyses of microbial diversity and their metabolic activities in soils, rhizospheres and
gastrointestinal tracts of animals based on novel, cultivation independent nucleic acid techniques,
including metagenomics

Investigations on the fate of genetically modified products (e.g. Bt-toxins) and microorganisms
(bacteria, yeast) deliberately or accidentally released into the environment

Detection of gene transfer from genetically modified organisms to indigenous bacteria in soil and in
the gut of soil invertebrates (collembola, earthworms) and insects (e.g., bees)

Effects of genetically modified organisms and other triggers (e.g., root metabolites, pH, salinity,
organic pollutants) on soil microbial diversity, metabolic activity and soil ecosystem services
Detection of pathogenic bacteria in organic substrates from composting and biogas production)
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